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Context 
Some diseases that are spread through respiratory droplets such as influenza, measles, tuberculosis, and COVID-
19 are often contagious, which can lead to rapid outbreaks in the community and a high risk of death. Influenza is 
a serious global health threat affecting all countries: every year, an estimated 1 billion infections, 3-5 million severe 
cases, and 290 000-650 000 deaths are attributed to influenza. respiratory infections associated with influenza 
worldwide. Tuberculosis is the second leading cause of death among infectious diseases with about 1.2 million 
deaths. 
In Vietnam, the number of flu cases tends to increase and become complicated due to the influence of countries in 
the region with many different strains of influenza in recent years. 
Despites different epidemiological characteristics, the four diseases above all share the same route of infection 
through the respiratory tract, the causative agent of which attacks the lungs and airways, which can become a 
community-wide infectious disease. 

Objectives 
Building an integrated platform for multi-dimensional risk assessment for multiple risk groups of a number of 
respiratory diseases. Specific application for acute respiratory infections caused by new strains of Corona virus 
(COVID-19) in Vietnam. 
 

  



 
 

Organisation and expected results 
+ Building a foundation of computational modeling solutions and software solutions for assessing 
multidimensional risk indexes of Influenza, Measles, Tuberculosis and COVID-19 diseases 
+ Applying an integrated solution to the case of COVID-19 in Vietnam 
+ Completing a comprehensive risk assessment solution for the COVID-19 epidemic in Vietnam 
http://capdodich.yte.gov.vn/map ; https://nguyco.antoancovid.vn 
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